Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.006 Å; R factor = 0.033; wR factor = 0.086; data-to-parameter ratio = 15.2.
Related literature
Hydrogen-bond geometry (Å , ). (Fig. 1) . In the anion, the Zn II atom is in a distorted tetrahedral coordination geometry, bonded to the N atom of the pyridine ring of neutral 2-amino-5-bromopyridine and to three Cl atoms. The amino group is not involved in metal coordination. The Zn1-N1 bond length is A short halogen···halogen contact of the type Br···Cl is found between the Br1 atom of the 2-amino-5-bromopyridine ligand of the complex anion and the Cl2 atom of an adjacent complex anion [Br1···Cl2 = 3.4239 (11) Å]. Furthermore, the Br2 atom of the neighbouring 2-amino-5-bromopyridinium cation also has a short contact to this Cl2 atom with a Br2···Cl2 distance of 3.4503 (12) Å as depicted in Fig. 3 .
The crystal packing is futher stabilized by π-π stacking interactions between the pyridine ring (Cg1) of the anionic complex and the pyridinium ring (Cg2) with alternating centroid···centroid distances of Cg2···Cg1 = 3.653 (2) Å and Cg1···Cg2 = 3.845 (2) Å (Fig. 4) . These interactions generate π-π stacking chains parallel to [101] . All in all, the stability of the crystal packing is governed by various interactions, including N-H···Cl hydrogen bonds, Br···Cl short contacts and π-π stacking, respectively.
Experimental
The title compound was synthesized by dissolving zinc chloride (480 mg, 3 mmol) in methanol (10 ml) which was added to a methanolic solution of 2-amino-5-bromopyridine (519 mg, 3 mmol). The reaction mixture was stirred in the presence of a few drops of concentrated hydrochloric acid. The final pH of the solution was adjusted to 3. After stirring for 5 h, the resulting solution was filtered off and the filtrate was left for slow evaporation of the solvent at ambient temperature.
After several days, brown crystals suitable for X-ray diffraction analysis were collected by filtration, washed several times with methanol and dried in a desiccator over silica gel.
The analytical data of the zinc(II) complex are given as follows. 
Refinement
All carbon H-atoms of were placed in calculated positions (C-H = 0.93 Å) and were included in the refinement in the riding-model approximation, with U iso (H) = 1.2U eq (C). The H atoms of all N atoms were located in a difference map and were restrained to N-H = 0.88 (2) Å with U iso (H) = 1.2U eq (N). ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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